In the title compound, C 21 H 21 NO, the dihedral angles between the planes of the phenyl and pyrrole rings are 47.04 (5) and 79.27 (3) . In the crystal, centrosymmetrically related molecules are linked into dimers by pairs of C-HÁ Á ÁO hydrogen bonds, forming rings of graph-set motif R 2 2 (16).
Structure description
Pyrrole derivatives, which are widespread in nature (Iwao et al., 2003) , are of interest with respect to their versatility in organic synthetic procedures (Loudet & Burgess, 2007) and their biological and medicinal activities (Fan et al., 2008) .
The molecular structure of 1-(1-benzyl-2,5-dimethyl-4-phenyl-1H-pyrrol-3-yl)ethanone is shown in Fig. 1 . The dihedral angles between the planes of the pyrrole ring and the C8-C13 and C16-C21 phenyl rings are 47.04 (5) and 79.27 (3) , respectively. The molecular conformation is enforced by an intramolecular hydrogen bond involving a methyl H atom and the carbonyl O atom (Table 1 ). In the crystal, molecules are linked through pairs of C-HÁ Á ÁO hydrogen bonds to form R 2 2 (16) centrosymmetric dimers.
Synthesis and crystallization
The synthesis of the title compound was carried out by mixing acetylacetone (1.1 mmol), benzylamine (1.0 mmol), benzaldehyde (1.0 mmol) and nitroethane (1.3 mmol) in the presence of Ca 5 (PO 4 ) 3 OH (0.05 mmol) as a catalyst. The mixture was stirred at 333 K for 24 h. After extraction with ethyl acetate (3 Â 25 ml), the organic layer was dried with Na 2 SO 4 and the solvent was removed under reduced pressure. The product was obtained in 74% yield after silica-gel column chromatography using a mixture of n-hexane and 11.47, 30.64, 46.25, 120.79, 121.42, 125.73, 126.41, 127.16, 128.12, 128.77, 130.29, 133.52, 136.72, 137.33, 195 .04.
Refinement
Crystal data, data collection and structure refinement details are summarized in Table 2 . Computer programs: APEX2 and SAINT (Bruker, 2013) , SHELXS97 (Sheldrick, 2008) , SHELXL2014 (Sheldrick, 2015) , Mercury (Macrae et al., 2006) and publCIF (Westrip, 2010) .
Figure 1
The molecular structure of the title compound, with displacement ellipsoids drawn at the 30% probability level. Table 1 Hydrogen-bond geometry (Å , ). Special details Geometry. All esds (except the esd in the dihedral angle between two l.s. planes) are estimated using the full covariance matrix. The cell esds are taken into account individually in the estimation of esds in distances, angles and torsion angles; correlations between esds in cell parameters are only used when they are defined by crystal symmetry. An approximate (isotropic) treatment of cell esds is used for estimating esds involving l.s. planes.
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Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (Å 2 )
x y z U iso */U eq C1 0.69940 (10) 0.00933 (7) 0.28342 (9) 0.0226 (2) C2 0.77764 (9) 0.04143 (7) 0.21445 (9) 0.0207 (2) C3 0.88508 (9) 0.09425 (7) 0.29356 (9) 0.0203 (2) C4 0.86945 (10) 0.09142 (7) 0.40726 (9) 0.0221 (2) 
